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EU One Health Zoonoses Report 2019
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v’ Zoonosis mas prevalente fue campylobacteriosis
v" Representd el 50 % de todas las zoonosis
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Patogenos gastrointestinales en Gipuzkoa 2019
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Tasa de incidencia de GEA por Salmonella no-Typhi
Distribucion por serotipos
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Salmonella spp. Gipuzkoa
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Campylobacter spp. Gipuzkoa
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o Procesos autolimitados y no requieren tratamiento

o Cuadros clinicos severos, requieren administracion de antibi6tico

Edades extremas
Pacientes inmunodeprimidos

Pacientes especialmente vulnerables




La Organizacion Mundial de la Salud (OMS) ha alertado desde hace
anos del uso inapropiado de los antimicrobianos en las granjas animales
esta generando resistencias entre estos microorganismos convirtiéndose

en un importante problema de Salud Publica



6" Revision 2018

Ranking of medically important antimicrobials for risk
management of antimicrobial resistance
due to non-human use ”Critically important antimicrobials”
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Salmonella spp



Resistencias de Salmonella spp en personas. Espana
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Acide Nalidixico Ampicilina Cefotaxima Ceftazidima Ciprofloxacing Cloranfenicol Gentamicina Meropenem Sulfametoxazol Tetraciclina Trimetoprim

Porcentaje de aislados de Salmonella spp en personas, microbiclogicamente resistentes a cada antibidtico, en Espafia, en el periodo 2015-2020.
Fuente: Informe de |a resistencia antimicrobiana en bacterias zoondsicas e indicadoras de personas, animales y alimentos de la Autoridad Europea de
Seguridad Alimentaria, (EFSA) 2020
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A. Nalidixico Ampicilina Cefotaxima Ceftazidima Ciprofloxacino Meropenem Sulfametoxazol

Porcentaje de aislados de Salmonella spp en personas, microbiologicamente resistentes a cada antibiotico, en Espafa, en el periodo 2014-2019.
Fuente: Informe de la resistencia antimicrobiana en bacterias zoonodsicas e indicadoras de personas, animales y alimentos de la Autoridad Europea de
Seguridad Alimentaria, (EFSA) 2019



Salmonella y Ciprofloxacino

International MIC ﬁdstrtbuuon - Reference Diﬁbast 20170508
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Distribucion de las cepas de Salmonella spp frente a distintas concentraciones minimas inhibitorias (MIC) de Ciprofloxacino. En azul, porcentaje de cepas
sensibles a Ciprofloxacino segun su MICy en blanco cepas resistentes.

Fuente: European Committee on Antimicrobial Suscepfibility Testing. Data from the EUCAST MIC distribution website.



Salmonella spp. Resistencias en Gipuzkoa
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EUSR on AMR in zoonotic and indicator bacteria from humans, animals and food 2017/2018

Occurrence of resistance to selected antimicrobials in Salmonella spp. and selected serovars isolated from humans, 2018
Resistance to: OAMP @ SMX @ TET @ CIP W CIP/ICTX
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Salmonellas ciprofloxacino resistentes
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TABLE 1 | Origin and resistance properties of Salmonella enterica serovar Kentucky ST198 isolates from Spanish hospitals.

Isolate? Travel Resistance phenotype® SGI1-K (SGlI1-P) genes CIP MIC Amino acid substitutions Plasmid Inc (size in bp)d
history® Other geres (ng/mL)
GyrA ParC ]
LSP na CHL, TET, NAL, CIP tet(A), 8 ) Ser83Phe Thr57Ser ColpVC (4,110)
213/09 catA1, aac(6')-laa Asp87Gly Ser80lle
LSP Morocco AMP, GEN, STR, SUL, TET, NAL, blargy_15, aacA5, aadA7, sult, 12 Ser83Phe Thr57Ser ColE (5,058); Col156 (5,769);
150/10 CIP tet(A), Asp87Asn Ser80lle nid (10,524)
aac(6')-laa
LSP na AMP, NAL, CIP blarem_18, 16 Ser83Phe Thr57Ser nd
105/15 aac(6’)-laa Asp87Asn Ser80lle
LSP na TET, NAL, CIP tet(A), >32 Ser83Phe Thr57Ser nid (3,893; 4,631)
235/17 aac(6’)-laa Asp87Asn Ser80lle
LSP Bali AMP, GEN, STR, SUL, TET, NAL, blargp_18, @aacA5, aadA7, strA, 12 Ser83Phe Thr57Ser nd
314/17 ClP strB, sul1, tet(A), AspB7Asn Ser80lle
aac(6')-laa
HUD 1/09 Tanzania GEN, STR, SUL, TET, NAL, CIP aacAS5, aadA7, strB, sull, tet(A), Ser83Phe Thrs7Ser
aac(6)-laa Asp87Tyr Ser80lle
HUD 2/09 South Africa AMP, GEN, STR, SUL, TET, NAL, blareym-18, @aacA5, aadA7, sirB, Ser83Phe Thr57Ser
ClP sull, tet(A), AspB7Tyr Ser80lle
aac(6)-laa
HUD 1/13 AMP. NAL, CIP blarenm—18, Ser83Phe Thr57Ser nid (1,145)
aac(6)-laa Asp87Asn Ser80lle
HUD 1/14 AMP, GEN, STR, SUL, TET, NAL, blatey-18, @aacAS5, aadA7, sull, Ser83Phe Thr57Ser ColE (4,132); nid (3,372; 4,010)
ClP tet(A), AspB7Asn Ser80lle
aac(6)-laa
HUD 1/15 AMP GEN, STR, SUL, TET, NAL, blargpm_18, aacA5, aadA7, sult, Ser83Phe Thr57Ser ColE (2,504); nid (3,371; 3,904;
CIP tet(A), Asp87Asn Ser80lle 4,179)
aac(6)-laa
HUD 1/17 TET, NAL, CIP tet(A), Ser83Phe Thr57Ser ColE (2,448); nid (4,110)
HUA 3/18 Morocco AMP GEN, STR, SUL, TET, NAL, blargy_15, aacA5, aadA7, sult, 12 Ser83Phe Thr57Ser ColE (4,020); nid (2,117; 3,985)
ClP tet(A), AspB87Asn Ser80lle
aac(6)-laa
HUA 10/18 nth SUL, TET, NAL, CIP sull, tet(A), 8 Ser83Phe Thr57Ser Incl1 (85,307); ColE (4,105); nid
aac(6)-laa Asp87Asn Ser80lle (2,185; 3,985; 4,164, 5,413)
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FIGURE 2 | Phylogenetic tree showing the relationships between Saimonelia enterica serovar Kentucky ST198-Cip isolates from Spanish hospitals (highlighted in
bold), and other S. Kentucky ST198 isolates. The whole genome single nucleotide polymaorphism based analysis was established with the CSI Phylogeny 1.4
(https://cge.cbs.dtu.dk/services/CSIPhylogeny/), using the genome of S. Kentucky strain 201001922 (accession number CP028357) as reference. Numbers at the
nodes represent bootstrap values based on 1,000 replicates.




Salmonellas resistentes Cef 32 generacion
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Campylobacter spp
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Occurrence of resistance to selected antimicrobials in C. jejuni and C. coli from humans, 2018
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Horizontal line represents median, and blue diamond represents the resistance at the reporting-MS level.



Resistencias de Campylobacter en personas. Espana/UE
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Figura 2.1.1.6

Comparativa Espafia-UE: Porcentaje de aislados de Campylobacter jejuni en personas, microbiolégicamente resistentes a cada antibidtico, en el afio 2019.
Fuente: Informe de la resistencia antimicrobiana en bacterias zoondsicas e indicadoras de personas, animales y alimentos de la Autoridad Europea de
Seguridad Alimentaria, (EFSA) 2019



Resistencias Campylobacter spp Gipuzkoa
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